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A. pBC SK7 DGT1 Multiple Cloning Site 



Sad NotI Smal Narl 

5' - GAG CTC CAC CGC GGT GTC ACO ACT ATC T GC GGC CGC ATG CCC GGG AAT GGC 
3' -CTC GAG GTG GCG CCA CAG TGC TGA TAG ACG CCG GCG TAC GGG CCC TTA CCG 

Xhol Aatll Clal Xhol Aatll Smal 

5 / -GCC TCG AGA CGT CT T T AT CGA T AC CGT CGA CCT CGA A CT CGA GAC GTC CCG 
3' -CGG AGC TCT GCA GAA ATA GCT ATG GCA GOT GGA GCT TGA GCT CTG CAG GGC 

Narl Kpnl 
5' - GGC GCC TA G GTA CC -3' 
3 '-CCG CGG ATC CAT GG-5' 



B. pBS SK7 DGT2 Multiple Cloning Site 

Sad NotI Smal Narl 

5" - GAG CTC GTT TTC CCA GTC ACG ACT ATC T GC GGC CGC A TG CCC GGG AAT GGC 
3' -CTC GAG CAA AAG GGT CAG TGC TGA TAG ACG CCG GCG TAC GGG CCC TTA CCG 

Xhol Clal Xhol Smal Narl 

5' -G CC TCG AG A CGT T AT CGA T TA GCC TGA CTG AAG A CT CGA G AC GT C CCG GGC 
3 ' -CGG AGC TCT GCA ATA GCT AAT CGG ACT GAC TTC TGA GCT CTG CAG GGC CCG 

Kpnl 

5' -GCC TA G GTA CC -3' 
3 '-CGG ATC CAT GG-5' 



C pBS SK7 DGT3 Multiple Cloning Site 



Sacl Nott Smal Narl 

5' - GAG CTC GTT TTC CCA GTC ACG ACT ATC T GC GGC CGC ATG CCC GGG AAT GGC 

3' -CTC GAG CAA AAG GGT CAG TGC TGA TAG ACG CCG GCG TAC GGG CCC TTA CCG 

Xhol Aatll Clal Xhol Aatll Smal 

5' -G CC TCG AG A CGT CTA T AT CGA T TA GCC TGA CTG AAG A CT CGA GAC GTC CCG 

3 ' -CGG AGC TCT GCA GAT ATA GCT AAT CGG ACT GAC TTC TGA GCT CTG CAG CCG 

Narl Kpnl 
5'- GGC TA G GTA CC -3' 
3'- CGG ATC CAT GG-5' 



Fig. 7 



D. pBC SK + / DGT4 Multiple Cloning Site 

NotI Bglll EcoRV BamH Sad Bglll Xhol 

5- GCGGCCGC AT AGATCT GATATC GGATCC TCACCACAQAGCIC AGTGAGAG AGATCTCTCGAG -3' 
3 -CGCCGGCGTATCTAGA CTATAG CCTAGG AGTGGTGTCTCGAG TCAC TCTCTCTAGAGAGCTC-5' 



E. pBS SK + / DGT5 Multiple Cloning Site 

NotI Ncol EcoRV SpHI Sail Ncol Xhol 

S' -GCGGCCGC AT CCATGG GATATC GCATGC TCACCACA GTCGAC AGTG AGAG CCATGG CTCGAG -3' 
3'-CGCCGGCGTAGGTACC CTATAG CGTACG AGTGGTGTCAGCTG TCAC TCTC GGTACC GAGCTC-5' 



Fig. 7 continued 
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